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Amendments jo the Claires: 



1 . (Currently amended) A method to inactivate a gene nucleotide sequence of interest 
introduced into a genome of a plant cell, said method comprising: 

transforming said plant cell with a nucleic acid molecule comprising a promoter 
operably linked to a said nucleotide sequence of interest comprising said gone ; and 

introducing into said plant cell at least one chimeric oligonucleotide, said 
chimeric oligonulc e otid e oligonucleotide h aving at least a first block of RNA residues and a 
second block of RNA residues, wher ein said first and said second blocks of RNA residues are 
homologous to said^iiu^ flank a block of DNA residues, wherein the block 

of DNA residues comprises at least one mismatch to the .nucleic acid molecule and said chimeric 
oligonucleotide being capable of recognizing and implementing a nucleotide conversion in said 
nucleic acid molecule. J^^^f^ r ^y^ L ^ J? 

2, (Originally filed) The method of claim I, wherein said nucleotide conversion is in 
the promoter. 

3. (Currently amended) The method of claim 1 , wherein said nucleotide conversion is in 
a #*e coding region of said gej*e nucleotide sequence of interest . 

4, (Currently amended) The method of claim 1 , wherein said nucleotide sequence of 
interest gene4a comprises a selectable a marker gene. 

5. (Currently amended) The method of claim 1, wherein said nucleotide sequence of 
interest gene Js-a modifies herbicide resistance gene. 

6, (Currently amended) The method of claim 1, wherein the chimeric oligonucleotide 
introduces a fratneshift in the normal reading frame of the nucleotide sequence of interest ge&e. 
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7. (Currently amended) The method of claim 1, wherein the chimeric oligonucleotide 
introduces a premature stop codon in the normal reading frame of the nucleotide sequence of 
interest gene. 

8. (Currently amended) The method of claim 2, wherein the chimeric oligonucleotide 
introduces a modification in a region of die promoter critical Tor transcription of the operubly 
linked nucleotide sequence of interest g ene coding r e gion . 

9. (Currently amended) The method of claim 5, wherein said h e rbicid e resistance gene 
nucleotide sequence of interest encod es 5-enol pynivylshikimate-3-phosphate synthase gene. 

10. (Currently amended) The method of claim 5 S wherein said horbioido - r eftist-aaee 
nucleotide sequence of interest g e n e is an encodes acetoliydroxy acid synthetase gene. 

1 L (Previously added) The method of claim 9, wherein said chimeric oligonucleotide is 
selected from the group consisting ofSEQ ID NO: 1, 2, 3, 4, 5, 6, 7, 8, 9, and 10. 

12. (Previously added) The method of claim 10, wherein said chimeric oligonucleotide 
is selected from the group consisting of SEQ ID NO: 1 1, 12, and 13. 

13. (Previously added) The method of claim 1, wherein said plant cell is from a 
monocot. 

14. (Previously added) The method of claim 13, wherein said monocot is maize. 

15. (Previously added) The method of claim 1, wherein said plant cell is from a dicot. 
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1 6. (Currently amended) A method to inactivate a gene nucleotide sequence of interest 
introduced into a genome of a plant, said method comprising: 

transforming said plant with a nucleic acid molecule comprising a promoter 
operably linked to a said nucleotide sequence comprising soid g e ne ; 

introducing into said plant at least one chimeric oligonucleotide, said chimeric 
oligonuloootido oligonucleotide having at least a first block of RNA residues and a second block 
of RNA residues, wherein said first and said second blocks of RNA residues ore homologous to 
said nucleic acid molecule and flank a block of DNA residues, wherein the block of DNA 
residues comprises at least one mismatch to the nucleic acid molecule and said chimeric 
oligonucleotide being capable of recognizing and implementing a nucleotide conversion in said 
nucleic acid molecule. 




1 7, (Previously added) The method ofclaim 16, wherein said nucleotide conversion is in 
the promoter. 



18. (Currently amended) The method ofclaim 16, wherein said nucleotide conversion is 
in the a coding region of said nucleotide sequence of interest gene. 

19. (Currently amended) The method of claim 16, wherein the chimeric oligonucleotide 
introduces a frameshift in the normal reading frame orthe nucleotide sequence of interest gene. 

20 k (Currently amended) The method ofclaim 16 r wherein the chimeric oligonucleotide 
introduces a premature stop codon in the normal reading frame of the nucleotide sequence of 
interest gefte. 

21 . (Currently amended) The method of claim 1 6, wherein said gene nucleotide 
sequence of interest ta-a comprises a selectable marker gene. 
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22. (Currently amended) The method of claim 16, wherein said geoe nucleotide 
sequence of interest ts-a modifies herbicide resistance gene. 

23. (Currently amended) The method of claim 22, wherein said h e rbicide rooiotanoo 
gero nucleotide sequence of interest encodes to** 5-enol pyru vylshikimale-3-phosphate synthase 
gono. 

24. (Currently amended) Tho method of claim 22, wherein said horbioido rociotonoo 
nucleotide sequence of interest ffene ia-m encodes acelohydrmcy arid gyntTiftlasR . 

25. (Previously added) The method of claim 23, wherein said chimeric oligonucleotide 
is selected from the group consisting of SEQ ID NO: 1 , 2, 3, 4, 5 f 6, 7, 8, 9, and 10. 

26. (Previously added) The method of claim 25, wherein said chimeric oligonucleotide 
is selected from the group consisting of SEQ TD NO: 11, 12, and 13. 

27. (Previously added) The method of claim 16, wherein said plant is a raonocot. 

28. (Previously added) The method of claim 27 T wherein said monocot is maize. 

29. (Previously added) The method of claim 16, wherein said plant is a dicot 
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